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File:  Sample01_B01.ab1

Sample Name:  8-02-pGEM-70-70EtOH-20-M13F Signal Strengths:  A = 777, C = 843, G = 1085, T = 1081
Mobility:  KB_3730_POP7_BDTv3.mob Lane/Cap#:  7
Spacing:  16.1382 Matrix:  n/a

Comment:  laragen-NO-0.5 Direction:  Native
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G A G G AC G GG G ATC TC TAG AG TCG ACC TG CAGG CATG CAA GC T TG GCGTAAT CAT GGT CATA GCT GT TT CCT GTGTGAAAT T GT TAT CCGC TCACAA T TCCACACAACA TACGAGCCGGAAGCATA AA GTGTAAAG
10 20 30 40 50 60 70 80 90 100 110 120 130

CCTGGGGTGCCTA ATG AGTGAGCTAACTCACA T TA A T TGCGT TGCGCTCAC TGCCCGC T TT CCAG TCGGG AAACCTG T CG TGCCAGC TGCA T TAATGA ATCGGCCAACGCGCGGGG AG AGGCGGT TTGCGTAT TGGGCG
140 150 160 170 180 190 200 210 220 230 240 250 260 270

CT CT TCCGCT TCCTCGCTCACTG ACT CGCTGCGCT CGGT CGTTCGGC TGCGGCG AGCGGT ATCAGCT CAC TCA AAGGCGGTAAT ACGGT T AT CCACAG A ATCA GGGGATAACGCAGGA AAGAACA TGTG AGCAA AAGG
280 290 300 310 320 330 340 350 360 370 380 390 400 410

CCAGCAA AAGGCCA GG AACCGT AAA AA GGCCGCGT TGC TGGCGT TT T T CCAT AGGCTCCGCCCCCCTG ACGAGCAT CACAA AA ATCGACGCT CAAGT CA GAGGT GGCGA AACCCGACA GGACT AT AA A GAT ACCA G
420 430 440 450 460 470 480 490 500 510 520 530 540

GCGT T TCCCCCTGGAAGCT CCCT CGT GCGCTCTCCT GT T CCGAC CCT GCCGCT T ACCGGAT ACCT GT CC GCCT T TCTCCCT T CGGGA AGCGT GGCGCT T TCT CAT A GCTCACGCT GT A GGT AT CT CA GT T CGGT G
550 560 570 580 590 600 610 620 630 640 650 660 670 680

T A GGT CGT T C GCTCCAA GCT GGGCT GT GT GCAC GAA CCC C CC GT T CA GCCC GACC GCT GC GCCT T AT C CGGT A ACT AT C GTC T T GA GT CCAA CC C GGT A A GACAC GACT T AT C GCCACT GGCA GC A GC CACT
690 700 710 720 730 740 750 760 770 780 790 800 810

GG T AA CA GGAT T A GCA GA GC GA GGT AT GT A GGC GGT GCT A CA GA GT T C T T GA A GT GGT GGCCT A A CT A C GGCT A CA CT A GA A GA A C A GT A T T T GGT A T CT GC GCT CT GCT GA A GC C A GT T A C CT T C
820 830 840 850 860 870 880 890 900 910 920 930 940

GG A A A AA G A GT T GGT A GC T C TT G A T C C GGC A A A C A A A CC A C C GC T GG T A GC GG T GG T T T T T T T G T T T GC AA GC A GC A G A T T A C CC C C A G A A A A A A A GG AT C T C A A A A A A A T C C T T T G A
950 960 970 980 990 1000 1010 1020 1030 1040 1050

T C T T T T C T A C G G G G T C T G A C G C T C A G T G G A A C G A A A A C T C A C G T T A A G G G A T T T T G G T C A T G A A A T T A T C A A A A A G G GTT CT T T C A C C T A A A A T C C T T T T A A A T T A
1060 1070 1080 1090 1100 1110 1120 1130 1140 1150 1160

A A AA A A TTG A A A G T T T T A A A AA T C C AA T CC T A A A G T AATA ATAA ATT GGGAGA G T A A A C T T T T G TG GT TC TTTGGA A CAC A GG TTTT A AACCACA A AA T G
1170 1180 1190 1200 1210 1220 1230 1240 1250 1260


